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1. DNA methylation program of metastasis-competent CTCs and EVs
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2. DNA methylation program of therapy-resistant CTCs
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Take home messages
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Metastasis-competent CTCs have a unique DNA methylation program,
that provides information of novel potential biomarkers and therapeutic
targets.

The DNA methylome of CTCs can be reprogrammed during therapy
resistance leading to the hypomethylation of multiple genes, such as
AP2M1, that are new potential biomarkers of chemotherapy
resistance.

The DNA methylation profile of peripheral CTCs could be useful as a
biomarker to predict chemotherapy resistance and to evaluate the
development of secondary resistances and progression, leading to
new noninvasive tools for precision oncology.
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