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Metastasis-competent CTCs lines in colon cancer
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In brief

Analysis of primary prostate cancer and
circulating tumor cells reveals how DNA
hypomethylation during early prostate
tumorigenesis silences immune
surveillance genes while sparing
proliferation-associated genes.
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1. DNA methylation program of metastasis-competent CTCs and EVs @oncomet
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2. DNA methylation program of therapy-resistant CTCs
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Take home messages gponcomet

@ Metastasis-competent CTCs have a unique DNA methylation program,
that provides information of novel potential biomarkers and therapeutic
targets.

@ The DNA methylome of CTCs can be reprogrammed during therapy
resistance leading to the hypomethylation of multiple genes, such as
AP2M1, that are new potential biomarkers of chemotherapy
resistance.

e ] ) [
"""" o ' ® The DNA methylation profile of peripheral CTCs could be useful as a

mCRC - L e

Liquid biopsy Epigenetic Biomarkers

biomarker to predict chemotherapy resistance and to evaluate the
development of secondary resistances and progression, leading to

Rodriguez-Casanova A et al. new noninvasive tools for precision oncology.
Cancer Metastasis Through the Lymphovascular System, 2022 (adapted)



Acknowledgements

@ Oncomet Ca ncer EpigenOmiCS U nit The Laboratory of Rare Circulating

oncologia médica traslacional . Human Cells (LCCRH)
WWWw. oncomet es IDIS, Santiago de Compostela, Spain Montpellier University Hospital

s 7Y

INSTITUTO DE INVESTIGACION SANITARIA | n Stitu to
SANTIAGO DE COMPOSTELA de Salud
@ CarloslIl
i AXENCIA DE CONECEMENTO EN SAUDE AXENGIADE c. Alix_Panabiéres’ PhD
B XUNTA
WM DE GALICIA | N Brozos-Vazquez E Cayrefourcq L
coe — : Vidal-Insua Y Earl J
’ Vazquez-Rivera F Castillo M
ber ‘ ONC Angel Dlaz-Lagares, PhD Candamio-Folgar S Longo F
angel.diaz.lagares@sergas.es Abalo A

X @adrlagares Lago-Leston RM SIMPOSIO - SYMPOSIUM | 2024
7! "{ ’;’ i '& K h Muinelo-Romay L IXBI[]PSIALi[lUI[lA-LIl]UII]BII]PSY

EL CAMIND A LA ONCOLOGIA DE PRECISION - THE WAY TO PRECISION MEDICINE
Lopez-Lépez R




